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ABSTRACT. We tested four C-banding protocols to obtain 
heterochromatic bands in the passion fruit species Passiflora 
edulis and P. cacaoensis (Passifloraceae). Three of these 
protocols had been previously described. The three published 
protocols were not adequate to obtain C-bands in these species. 
An adapted protocol demonstrated heterochromatin distribution 
in metaphasic chromosomes of species of Passiflora for the first 
time. The differentiated coloration for C-bands was obtained 
with immersion of the slides in 99% ethanol, 45% acetic acid 
(additional step), 0.2 N hydrochloric acid, hydroxide of barium, 
45% acetic acid, and 2X standard saline citrate at four different 
temperatures. The C-bands were observed in the satellites and in 
the telomere and centromere regions of all chromosomes, both in 
P. edulis and in P. cacaoensis.
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INTRODUCTION

Giemsa C-banding is the most commonly used procedure to show the constitutive 
heterochromatin in the chromosomes and nuclei of plants (Fukui and Nakayama, 1996). By 
means of this technique, the pre-treatment with hydroxide of barium, followed by standard 
saline citrate (SSC), modifies the structure of the chromosome, resulting in the preferable 
extraction of proteins and DNA from the euchromatic regions, providing a characteristic 
pattern of bands (McKay, 1973).

The degree of polymorphism and the heterochromatin-staining properties ob-
served in the chromosomes when submitted to Giemsa C-banding are determined by 
the type of heterochromatin, which is differentiated in facultative and constitutive het-
erochromatin according to the contents of the DNA satellite (Multani et al., 2001). The 
constitutive heterochromatin differs substantially from the euchromatin in the composi-
tion of its DNA bases and by the low or absent transcriptional activity. This condition is 
partly associated with the constantly condensed state of this type of chromatin (Guerra, 
2000; Sumner, 2003).

The preferential occurrence of the constitutive heterochromatin is described in de-
termined regions of the chromosomes, particularly in the centromeres or in their proximities 
(pericentromere or paracentromere), forming blocks of variable sizes, according to the group 
analyzed (Sumner, 2003). Species with small chromosomes, of less than 3 µm, generally pres-
ent proximal bands (centromeres), and the bigger the chromosomes the higher the frequency 
of the telomeres and interstitial bands (Guerra, 2000).

Gill and Kimber (1974) developed a protocol to detect the heterochromatin in the 
chromosomes of rice. Since then many adaptations have been made with the purpose of ob-
taining larger number of C-bands in the plant chromosomes. Such modifications were mainly 
developed for grasses, where the technique presents better results (Chrzastek, 2003; Ellneskog-
Staam et al., 2007). Giraldez et al. (1979) introduced adaptations in the protocol of Gill and 
Kimber (1974) to obtain the best solution in the C-banding pattern in the chromosomes of rice. 
Darvey and Gustafson (1975) adapted the protocol to hybrid lineages of rice and wheat. Al-
though these protocols have presented efficient results for grasses, they had to be modified and 
adapted to obtain good results in other plant groups (Hoshi et al., 1998).

The distribution of the heterochromatin by C-banding has not yet been reported in 
species of the Passiflora. The study of the pattern of heterochromatin distribution in Pas-
siflora is important for the evolutionary study of the strategies of improvement in this ge-
nus. Therefore, the chromosomal banding, together with the molecular genetics, may pro-
vide information to identify and characterize the chromosomes, aiding in the construction 
of physical maps. Due to the difficulty of obtaining and observing C-bands in chromosomes 
of species of Passiflora, this investigation aimed at applying four protocols to observe the 
C-banding, and obtain an efficient protocol to visualize bands of clearly differentiated het-
erochromatin in these species.

MATERIAL AND METHODS

The material was constituted from five specimens of Passiflora edulis f. edulis O. 
Deg. obtained from seeds donated by IAC (Instituto Agronômico, Campinas), UENF (Uni-
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versidade Estadual do Norte Fluminense Darcy Ribeiro) and Embrapa Cerrados (Brazilian 
Agricultural Research Corporation), and five specimens of P. cacaoensis Bernacci & Souza 
collected in the Atlantic Forest of Serra Bonita, Camacan, State of Bahia, Brazil.

Root tips presenting around 1.0 cm in length were obtained from cuttings. The samples 
were treated with 2 mM 8-hydroxyquinoline for 1 h at room temperature and 21 h at 6°C, fixed 
in Carnoy 1 (Johansen, 1940) for 3 h at room temperature and kept in the freezer at -20°C for 
at least 24 h. Samples were washed twice in distilled water for 5 min each, dried on filter paper 
and immersed in a drop of 100% enzyme Ultrazym® 100G (Novozymes). The slide was incu-
bated in a moist chamber at 37°C for 1 h. The enzyme was removed and 30 μL 45% acetic acid 
was added to the root tips, which were macerated with the help of needles and covered with 
a glass coverslip. The set slide-coverslip was firmly pressed between filter papers. The slides 
were frozen in liquid nitrogen for around 3 min and the glass coverslip was quickly removed 
with the help of a blade. The slides that were not immediately used were stored at -20°C.

The procedure for C-banding followed four protocols: a) Protocol 1, proposed by Gill 
and Kimber (1974); b) Protocol 2, proposed by Darvey and Gustafson (1975); c) Protocol 3, 
proposed by Giraldez et al. (1979), and d) Protocol 4 (adapted), containing the steps of the 
Protocols 2 and 3, and one additional step (Table 1). The samples were observed and photo-
graphed with a digital camera (7.5 Megapixels) adapted to a light microscope.

Table 1. Steps of Protocol 4 (adapted) to obtaining C-bands in Passiflora.

Stages	 Protocol 2	 Protocol 3	 Additional step
	 (Darvey and Gustafson, 1975)	 (Giraldez et al., 1979)

Dehydration		  Immersion of the slide in 99%
		  ethanol for 12 h and drying in
		  RT for 5 min.	
			   Immersion in 45% acetic
 			   acid in RT for 30 min*.
		  Immersion in 0.2 N hydrochloric
		  acid at 60°C for 2.5 min*.	
Denaturation	 Immersion in saturated solution
	 newly prepared of hydroxide of 
	 barium in RT for 10 min.		
	 Washing in distilled H2O.
	 Immersion in 45% acetic acid and
	 in distilled H2O at 45°C for 2 min*.		
Renaturation	 Immersion in saline solution of 
	 2X SSC at RT for 15 min.		
	 The temperature was increased 
	 to 30°C for 10 min, later to 40°C 
	 for 10 min and then increased to 
	 52°C for 60 min*.	
Staining		  Staining of the slides with 4% 
		  Giemsa for 30 min*.	

*After this step, the slides were washed with distilled H2O and dried with compressed air. RT = room temperature; 
SSC = standard saline citrate.

RESULTS 

Protocol 1 was not able to produce differentiated coloration for C-bands in the chro-
mosomes, and an intense and uniform staining along the chromosomes was observed (Figure 
1a). On the other hand, by using Protocol 2, excessive extraction of DNA and a very weak 
staining along the chromosome were observed (Figure 1b). Some bands of heterochromatin 
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were obtained from Protocol 3. However, there was low contrast between the clear and dark 
bands, and a weak staining along the chromosome was observed.

Figure 1. C-banding on the metaphase chromosomes of Passiflora species. a. Treatment with Protocol 1 in P. 
cacaoensis. b. Treatment with Protocol 2 in P. cacaoensis. c. Treatment with Protocol 4 (adapted) in P. edulis. d. 
Treatment with Protocol 4 (adapted) in P. cacaoensis. Bar = 5 μm.

Protocol 4 (adapted), resulting from adjustments to Protocols 2 and 3, was the protocol 
that provided the best results, showing the chromatin present in the satellites, in the telomere 
and centromere regions of all the chromosomes, both for P. edulis and P. cacaoensis (Figure 
1c and d). P. cacaoensis presented a higher amount of heterochromatin in its chromosomes. In 
this species, chromosomes 3 and 9 were constituted, in great part, by heterochromatin. In P. 
edulis, the distribution of heterochromatin was more uniform, except for the chromosome 6, 
which presented a short arm that was practically heterochromatic. 

DISCUSSION

Protocol 1 was not efficient in denaturing the chromatin probably because the expo-
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sure time to the hydroxide of barium was insufficient for alkaline denaturation (Fukui and 
Nakayama, 1996). Protocol 2 is routinely used for chromosomes of cereals (Maria, 1996; 
Chrzastek, 2003); however, for other plant groups some modifications in the exposure time 
and temperature for hydroxide of barium were recommended for obtaining C-bands (Fukui 
and Nakayama, 1996). For species of passifloras, it was not able to obtain C-bands. On the 
other hand, Protocol 3 has been used for different plant groups, such as Dasypyrum villosum 
(Friebe et al., 1987), Secale cereale (Cuñado et al., 1986), Bromus riparius (Tuna et al., 
2001), and Alstroemeria ligtu (Ishikawa and Ishikava, 2002). However, it adjusts better to 
chromosomes of grasses.

In the adapted protocol, the combination of treatment of the chromosomes with 45% 
acetic acid followed by treatment with 0.2 N chloridic acid before the alkaline denaturation 
resulted in the best contrasts between the bands. The chloridic acid removes purine-type bases 
from the chromosomal DNA (Devanter and Von Hoff, 1990) leaving its structure more fragile. 
The acetic acid acts on the proteins associated with the DNA (Davie, 2003) by destroying them 
and, in this way, facilitating alkaline denaturation by hydroxide of barium. Such adaptation 
favored the preferential extraction of non-heterochromatic DNA, which is usually less con-
densed than the DNA of the heterochromatin (Guerra, 2000). The denatured and fragmented 
DNA is extracted during incubation in 2X SSC (Holmquist, 1979).

The exact mechanism of the action of the C-banding was initially proposed by Gagne 
et al. (1971), who alleged that the occurrence of the more strongly stained bands by Giemsa 
after treatment with hydroxide of barium and 2X SSC corresponded to differentiated associa-
tion of the repetitive DNA. The most commonly explanation is that the more strongly stained 
bands by Giemsa are, in fact, found from the preferential extraction of chromatin, which is 
more susceptible to the action of alkaline denaturation (McKay, 1973; Comings, 1978).

Fernández et al. (2002) developed a new method of obtaining C-bands using for-
mamide instead of hydroxide of barium. The authors suggest that the bands resulted from 
the differentiated re-association of highly repetitive DNA. The authors mention the study of 
Comings et al. (1973) as a basis for their affirmation, in which it was demonstrated that the 
re-association of the heterochromatic DNA occurs within 20 s after denaturation, while the 
remaining DNA lasts from 3 to 5 min. However, the preferential extraction of euchromatin 
described by Comings (1978) and McKay (1973) is a more reliable hypothesis and the one 
that explains the results found in our investigation, as long as the lengthy exposure time of the 
chromosomes to 2X SSC, more than 1 h, is enough to promote the renaturation of all chromo-
somal DNA. If the DNA was only denatured, the bands would not be produced, because the 
chromosomes would be entirely stained.

With the adaptations made in the methodologies of Darvey and Gustafson (1975) 
and Giraldez et al. (1979), it was possible to obtain a protocol for C-banding in species of 
Passiflora that was considered to be very efficient for visualizing the clearly differentiated 
heterochromatic bands.

ACKNOWLEDGMENTS

The authors are grateful to Coordenação de Aperfeiçoamento de Pessoal de Nível Su-
perior (CAPES) for the scholarship provided to A.J.C. Viana; Fundação de Amparo à Pesquisa 
do Estado da Bahia (FAPESB) and Universidade Estadual de Santa Cruz (UESC) for their 



1913

©FUNPEC-RP www.funpecrp.com.brGenetics and Molecular Research 9 (3): 1908-1913 (2010)

C-banding in Passiflora

financial support; Dr. Luís Carlos Bernacci (IAC - Campinas, SP) for collecting P. cacaoensis 
germplasm and Dr. Vitor Becker for the permission to collect the passifloras in the Reserva 
Particular do Patrimômio Natural (RPPN) of Serra Bonita, BA, Brazil (Uiraçu Institute); Dr. 
Telma N.S. Pereira (UENF), Dr. Luís C. Bernacci (IAC) and Dr. Dário Ahnert (UESC) for 
critical reading the manuscript.

REFERENCES

Chrzastek M (2003). Cytogenetic stability of wheat lines (Triticum aestivum L.) with added and substituted chromosomes 
of rye (Secale cereale L.). Acta Biol. Cracov. Ser. Bot. 45: 117-126.

Comings DE (1978). Mechanisms of chromosome banding and implications for chromosome structure. Annu. Rev. Genet. 
12: 25-46.

Comings DE, Avelino E, Okada TA and Wyandt HE (1973). The mechanism of C- and G-banding of chromosomes. Exp. 
Cell Res. 77: 469-483.

Cuñado N, Cermeño MC and Orellana J (1986). Interactions between wheat, rye and Aegilops ventricosa chromosomes on 
homologous and homoeologous pairing. Heredity 56: 219-226.

Darvey NL and Gustafson JP (1975). Identification of rye chromosomes in wheat-rye addition lines and triticale by 
heterochromatin bands. Crop Sci. 15: 239-243.

Davie JR (2003). Inhibition of histone deacetylase activity by butyrate. J. Nutr. 133: 2485S-2493S.
Devanter DRV and Von Hoff DD (1990). Acid depurination after field inversion agarose gel electrophoresis reduces 

transfer of la. Appl. Theor. Electrophor. 1: 189-192.
Ellneskog-Staam P, Henry LC and Merker A (2007). Chromosome C-banding of the teosinte Zea nicaraguensis and 

comparison to other Zea species. Hereditas 144: 96-101.
Fernández R, Barragán MJL, Bullejos M, Marchal JÁ, et al. (2002). New C-band protocol by heat denaturation in the 

presence of formamide. Hereditas 137: 145-148.
Friebe B, Cermefio MC and Zeller FJ (1987). C-banding polymorphism and the analysis of nucleolar activity in Dasypyrum 

villosum (L.) Candargy, its added chromosomes to hexaploid wheat and the amphiploid Triticum dicoccum-D. 
villosum. Theor. Appl. Genet. 73: 337-342.

Fukui K and Nakayama S (1996). Plant Chromosomes: Laboratory Methods. CRC Press, New York.
Gagne R, Tanguay R and Laberge C (1971). Differential staining patterns of heterochromatin in man. Nat. New Biol. 232: 

29-30.
Gill BS and Kimber G (1974). The giemsa C-banded karyotype of rye. Proc. Natl. Acad. Sci. U. S. A. 71: 1247-1249.
Giraldez R, Cermeño MC and Orellana J (1979). Comparison of C-banding pattern in the chromosomes of inbred lines and 

open pollinated varieties of rye. Z. Pflan-zenzüchtg 83: 40-48.
Guerra M (2000). Patterns of heterochromatin distribution in plant chromosomes. Genet. Mol. Biol. 23: 1029-1041.
Holmquist G (1979). The mechanism of C-binding: depurination and beta-elimination. Chromosoma 72: 203-224.
Hoshi Y, Plader W and Malepszy S (1998). New C-banding pattern for chromosome identification in cucumber (Cucumis 

sativus L.). Plant Breed. 117: 77-82.
Ishikawa T and Ishikava H (2002). Chromosome association and giemsa C-banding of meiotic chromosomes in interspecific 

hybrid of Alstroemeria ligtu L. hybrid and A. pelegrina L. var. rosea, its amphidiploid, and sesquidiploid between the 
amphidiploid and the parents. Breed. Sci. 52: 27-33.

Johansen DA (1940). Plant Microtechique. McGraw-Hill Book Company, New York.
Maria RS (1996). C-Banding Characteristics of Rye Chromosomes in Winter Hexaploid Triticale Crossed with Mayze 

(Zea mays). In: Triticale: Today and Tomorrow (Guedes-Pinto H, Darvey N and Cardide VP, eds.). Kluwer Academic 
Publishers, Dordrecht, 203-205.

McKay RDG (1973). The mechanism of G and C banding in mammalian metaphase chromosomes. Chromosoma 44: 1-14.
Multani AS, Ozen M, Furlong CL, Zhao YJ, et al. (2001). Heterochromatin and interstitial telomeric DNA homology. 

Chromosoma 110: 214-220.
Sumner AT (2003). Chromosomes: Organization and Function. Blackwell Publishing Company, Oxford.
Tuna M, Gill KS and Vogel KP (2001). Karyotype and c-banding patterns of mitotic chromosomes in diploid bromegrass 

(Bromus riparius Rehm). Crop Sci. 41: 831-834.


